Editorial
Analysis of β-hairpins in proteins, have revealed several examples of antiparallel β-strands connected by short linking segments, which contain more than two residues [1] [2] [3] [4] [5] [6] .The design of synthetic peptide hairpins formed with central two residue turns has been facilitated by the ease with which specific types of β-turn structures can be generated in short peptides. Earlier work in this laboratory has addressed the question of expanding the central connecting loop in designed peptide β-hairpins. (Figure 1 ) schematically compares the two residue and three residue β-hairpins. Successful expansion of the loop region has been achieved using a centrally positioned (6) residue is now incorporated into the C-terminus segment, with "slipped" strand registry. The significant conformational transitions were appeared replacing the D Ala(6) to Gly(6), and L Ala(6) in the protein secondary structure conformation. This conformation, referred to as a "slipped hairpin" structure, together with the three residue hairpin is illustrated in Figure 1 . Inspection of the structures shown in Figure 1 (5) is substituted by Aib and L Ala are also reported in this laboratory [5] [6] [7] . NOE effect clearly reveals the replacement of Xxx and Yyy positions L, and D Amino Acids yield a mixed population of three residue β-hairpins and two residue β-hairpins stabilization of Aromatic-Aromatic interactions. 
